For reasons discussed, the name Alteromonas marinopraesens (ZoBell and Upham) Baumann et al. is changed to Alteromonas haloplanktis (ZoBell and Upham) comb. nov. In addition to the 17 strains placed in this species by Baumann et al., two other strains, c-A1 of De Voe and Oginsky and ATCC 2382 1 (the latter previously identified as belonging t o Pseudomonas enalia ZoBell and Upham), were assigned to this species on the basis of the results of an extensive phenotypic characterization of these strains and the guanine plus cytosine contents (moles/ 100 ml) of their deoxyribonucleic acids.
In a taxonomic study of nonfermentative, gram-negative, marine bacteria, the genus Alteromonas was proposed for species of strictly aerobic, polarly flagellated rods which had guanine plus cytosine (G + C) contents in their deoxyribonucleic acids (DNAs) of 41.8 to 49.3 mo1/100 ml (2). One species of this genus consisted of 17 strains, one of which had been previously designated Vibrio haloplanktis ZoBell and Upham (American Type Culture Collection [ATCC] 14393; strain 215 of Baumann et al. [ 2 ] ) and the other had been designated V. marinopraesens ZoBell and Upham (ATCC 19648; strain 216). Since it was erroneously thought (2) that both of these strains were the original isolates of ZoBell and Upham (14) , and hence type strains of these species, the two names were declared synonyms. Because no other type strains were placed in this species, the name Alteromonas marinopraesens was proposed for it, the specific epithet "ma rin opraesen s" having been arbitrarily chosen over "haloplanktis." The error of this choice has been pointed out by E. F. Lessel (14) . Therefore, the correct name of the species previously characterized by Baumann et al. (2) is Alteromonas haloplanktis (ZoBell and Upham) comb. nov., not Alteromonas marinopraesens. It should also be noted that our previous designation (2) of V. haloplanktis and V. marinopraesens as synonyms was not valid. Instead, our work (2) merely indicated that ATCC 19648 (strain 2 16), which had been deposited in the ATCC under the designation V. marinopraesens, belonged in the species A . haloplanktis.
A . haloplanktis includes strain B-16 of
MacLeod, which has been the object of extensive studies aimed at elucidating the nature of marine bacteria (9, 10 ALTEROMONAS 439 cell wall of strain B-16 (7, 8) . Another marine bacterium which has been investigated with respect to its cell wall but which was not characterized in our previous work is strain c-A1 of De Voe and Oginsky (5, 6). Since the number of studies dealing with cell walls of marine bacteria are few, we performed a taxonomic characterization o f this strain in order to determine its relationship t o the isolate of MacLeod.
An additional organism characterized in the study reported here is strain ATCC 2382 1. This gram-negative, marine bacterium was isolated from an oyster by Colwell and Sparks (4) and identified as Pseudornonas enalia ZoBell and Upham. The basis for this assignment is not clear since the initial description of P. enalia (14) was not adequate t o permit its recognition and since no type or neotype strain was available for comparison. Furthermore, strain ATCC 2382 1 and the original description of P. enalia differ in that the latter was described as having several polar flagella at each pole (14) whereas strain ATCC 23821 had a single polar flagellum at one pole (4). The methods used for the characterization of strains c-A1 and ATCC 23821 have been previously described (2, 3, 13).
Strains c-A1 and ATCC 23821 as well as the previously characterized strains of A . haloplanktis (2) were oxidase-positive, straight rods which were motile by means of a single polar flagellum (Fig. 1) . The G + C content (moles/l00 ml) in the DNA of strain ATCC 23821 was 41.4 as determined by thermal denaturation (12); the G + C content of strain c-A 1 was 4 1.2 moles/ 100 ml (5). These values are similar t o the previous G + C determinations of six characterized strains of A . haloplanktis (including strain 2 15, the type strain, and B-16) which ranged from 41.8 t o 44.4 moles/100 ml (2). Neither strain denitrified, reduced nitrate t o nitrite, was capable of accumulating poly-6-hydroxybutyric acid as an intracellular reserve product, nor was able t o grow at 4 or 35 C. Both strains were able t o grow at 30 C. The nutritional properties of strains c-A 1 and ATCC 23821 are presented in Table 1 . For comparative purposes, the nutritional properties of strain 2 15 and 16 other strains of this species (2) are also included in this table. As seen from Table 1 , strain c-A1 and ATCC 23821 were similar in their nutritional properties t o A . haloplanktis. The sole positive trait of strain ATCC 23821 which distinguished it from the other strains was its ability t o utilize n-butanol. Only a few compounds which served as sole sources of carbon and energy for some of the previously characterized members of A . haloplanktis were not utilized b y either strain c-A1 or ATCC 2382 1. These data, together with the phenotypic data for the strains of A . Izaloplanktis and A . rnacleodii previously studied by Baumann et al. (2), were submitted t o a numerical analysis; the results are presented in Fig. 2 . All of the strains of A . haloplanktis were linked at a similarity value of 80%, and the resulting cluster joined the 21 strains of A . rnacleodii at a similarity value of 72%.
On the basis of their phenotypes and the G + C contents (moles/lOO ml), strains c-A1 and ATCC 23821 are assigned to A . haloplanktis. This species, therefore, contains two strains INT. J. SYST. BACTERIOL. A . haloplanktis appears t o be a species commonly occurring in seawater, as is evident from its ready isolation from the coastal waters of Hawaii (2) and from various locations along the West Coast of North America (4, 5 , 11, 14).
